Computer analysis of R-looped DNA from electron micrographs.
The algorithms of the analysis of R-looped DNA molecules from electron micrographs are presented. We propose a two-dimensional R-loop distribution map with abscissa and ordinate axes corresponding to the positions of the left and right ends of the loop respectively. A transcription analysis of the hybrid plasmid pSCV1, which comprises heterologous genes from SV40 and pBR322, based on this map illustrates the program application.